17 ATGGTTATTAAACCCGTAACAACTCCGAGTGTAAtACAATTAACGCCTGA 66 

I 

172 ATGGT 176 

67 TGATAGAGTAACGCCTGATGATAAAGGTGAATATCAACCCGTTGAAAAGC 116 

I I Mi! II MM III! I III Mill II MM III Mill 

177 TATACAATTAACACCTGATGATAGAAGTGGATATCCACCCGTTGAAAAGC 226 
117 AAATAGCGGGAGATATAATACGTGTACTAGAATTCAAGCAAACAAATGAA 166 

MM Ml 1 1 Ml 1 1 II Mill Mill III II MM I II MM 

227 AAATAGCAGGAGATATAGTACGTATACTAAACTTTAAGCAAACAGATGAG 2 76 

167 AGTCATACAGGATTGTATGGAATTGCATATCGAGCTAAGAAAGTAATAAT 216 

IIIIIIIII II IMIIIMM I I I I I I 1 I I I I 1 1 1 I 1 Mill I 
277 GGTCATACAGCATCATATGGAATTGAATATCGAGCTAAGAAAATAATATT 326 

217 AGCATATGCTTTAGCGGTAAGTGGTATTCATAATGTCTCTCAACTTCCAG 266 

III II Mill II III III I III I Mill II II Ml IMM 1 1 I 

3 27 AGCTTACGCTTTGGCTGTAAGTGGTATTCATAATGTATCTAAACTTCCTG 3 76 

2 67 AAGACTATTATAAAAATAAGGATAACACAGGTAGAATTTATCAAGAATAC 316 

I IMIIMMM Mill II I II MIMMMIMIMM 

3 77 ATGACTATTATAAGAATAAAGAGACTGCTGAGAGAATTTATCAAGAATAT 426 

317 ATGTCTAATCTTTTATCTGCACTATTGGGTGAGAATGGTGATCAAATTTC 3 66 

IMIMMIMM I M II M 1 1 1 1 1 Mill lllillllllMMIII 

427 ATGTCTAATCTTTCATCTGCACTATTAGGTGAAAATGGTGATCAAATTTC 476 
367 TAAAGATATGGCAAATGATTTTACCCAGAACGAACTGGAGTTTGGAGGTC 416 

MMMMMMIMM MM MM IMIIIII MM Mill 

477 TAAAGATATGGCAAATGGTTTTTATAAGAATGAACTGGATTTTGAAGGTC 526 
417 AACGTCTTAAAAATACCTGGGATATTCCTGATCTTGAGAATAAACTATTG 466 

II II I MM I III II IIIIIII Mill IIIIIII MM 

527 AATATCCTCAAAACATTTGGAATGTTCCTGAGCTTGAAAATAAACCATTG 576 

4 67 GAAGATTATTCAGATGAAGATAAATTATTAGCACTATATTTCTTTGCTTC 516 

I II II II II II II II II II II I II II M II II I II I II II 

577 AGTGCTTATTCAGATGACGATAAATTATTAGCACTATATTTTTTCTCTGT 626 

517 ACAAGAACTTCCAATGGAGGCAAATGAACAATCAAATGCAGCAAATTTTT 566 

Ml III Mill MUM II MM IIIIIIIII Ml MM MM 

627 ACAGGAAATTCCACTGGAGGAAAATCAACAATCAAATGCCGCAAGATTTT 676 



567 TTAAAGTAATTGATTTTTTACTTATCTTATCTGCTGTAACATCACTGGGA 616 

Mill MINIUM III III IIMIIIIIMMII lllllllll 

677 TTAAATTAATTGATTTCTTATTTACCTTATCTGCTGTAACTTCACTGGGA 726 

• • * • 

617 AAAAGGATTTTTTCAAAAAATTTTTACAATGGTCTAGAAACTAAATCATT 666 

I I I I I I III II M I I III I I I I I II I I I I I I I I I I I I I I I I I I 

727 AGGAGGATTTTTTCAAAAAACTTTTACAATGGATTAGAGGCTAAATCATT 776 

667 AGAGAATTATATTGAGAGAAAAAAACTTTCTAAACCTTTCTTTCGACCAC 716 

1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i I i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 

777 AGAGAATTATATTGAGAGAAAAAAACTTTCTAAACCTTTCTTTCGACCAC 826 
717 CGCAGAAGTTACCTGATGGCAGAACAGGCTACTTGGCCGGTCCAACAAAA 76 6 

MINI S 1 1 1 1 1 1 1 1 1 i 1 S I K t III II Mill II MINI II 

827 CGCAGAGATTACCTGATGGCAGAATAGGTTATTTGGCTGGACCAACAGAA 876 
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767 GCGCCTAAATTGCCAACAACGTCTTCTACAGCAACAACGTCTACAGCAGC 816 

MINIMI 

877 GCGCCTAAA 885 

• • » • 

817 TTCATCTAATTGGAGAGTTAGTTTGCAAAAACTTAGAGATAACCCATCCA 866 

Ml Mill II llllll I Mill III I 

886 TGGAGAGTGAGTTTTAAAGAACTTAAAAATAACAAATCTA 925 

867 GAAATACATTTATGAAAATGGATGATGCTGCAAAACGAAAATATAGTTCA 916 

I Ml MM M MMI I IMIMIIII III lllllllll 

926 GGAATGGATTTTCTAATATGGAAGGGGCTGCAAAACAAAAGTATAGTTCA 975 

• • • • • 

917 TTTATAAAAGAGGTACAAAAGGGTAATGATCCACGTGCAGCAGCAGCAAG 966 

MMMMMMIMIIIIMIMM I Mill lllllll Ml 

976 TTTATAAAAGAGGTACAT^AAGGGTAACGCTCCACAGACAGCAGCGAAAAG 1025 

• • • • • 
967 TATTGGTACAAAAAGCGGCAGTAACTTCGAAAAACTGCAAGGTAGAGATT 1016 

1 1 1 1 1 1 1 1 1 1 II lllllllll I llllll III II III 

1026 TATTGGTACAGCCAGTGGCAGTAACCTGGAAAAATTGCCGAATA. . .ATT 1072 

. . . • • 

1017 TATATAGTATAAGACTAAGCCAAGAACACAGGGTAACATTCTCCATAAAT 106 6 

MIIMM I II lllllllll II IMIMIIII II I MM 

1073 TATATAGTGTGAGGCTAAGCCAAAAAGACAGGGTAACCTTTACTCAAAAT 1122 

• * » • 

1067 AATACTGACCAAATAATGGAGATCCAAAGTGTTGGAACTCATTACCAAAA 1116 

MIIMM I I MM I I II MIIIIIIIIIIIMII MM 

1123 GATACTGACAATACAATGACGGTTCATAGTGTTGGAACTCATTATAAAAA 1172 

1117 TAT ATAA [...] 1123 [0] 

Mlll_i 
1173 TATATGA 1179 
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